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White Guinea yam (Dioscorea rotundata),
one of most important crops in West Africa,
has been suffering from mechanical mixture
between varieties grown in the same field
(Fig.1). To overcome this problem, we have
developed key technologies for simple variety
identification of the crop using the Simple
Sequence Repeat (SSR) marker system
(Fig.2). The developed useful tools and
services were assembled as a technology
package, and the website titled “Yam variety
identification toolkit” (https://www.jircas.go.
jp/en/database/yam_toolkit) was launched
to support various stakeholders in yam
improvement and dissemination. We expect
it to further boost breeding efficiency and
dissemination of improved varieties.
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Fig.1. White Guinea yam
Left: Shoots of multiple varieties grown
in farmer’s field.
Right: Tubers obtained from a single
plant (DrDRS-139)

Tubers stored for regeneration
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Nominate suitable minimum set of SSR markers
+ 16 SSR markers selected for O. rotundata
+ SSR polymorphism database
* Web application supports marker selection
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Gel image obtained
(Marker : YM54)

Extract DNA from two types of tissue samples‘\

+ Simple sampling method (leaf * tuber skin)
+ DNA extraction (leaf - tuber skin)
+ Sample bulking method
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Confirmation of tuber materials before planting

based on SSR polymorphism
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Fig. 2. Identification of varieties with
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Yam variety
identification
toolkit website

similar tuber shapes using SSR markers

Fig. 3. SSR marker technology package for

variety identification of white Guinea yam

B EA RERAKERTIZE 52—

T 305-8686 RIKEDLIXHRHLI-1

Japan International Research Center for Agricultural Sciences
1-1 Ohwashi, Tsukuba, Ibaraki, 305-8686

JIRCAS

E PR
https:/ /www.jircas.go.jp/



	SSRマーカーを利用したホワイトギニアヤム品種識別技術パッケージ

