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Highly efficient degradation of
lignocellulosic biomass using biological
saccharification process is required for a
cost-effective method of producing fuel
and chemicals. The known thermophilic
anaerobes Clostridium thermocellum and C.
clariflavum can degrade cellulose. However,
these species cannot utilize hemicellulose
(xylan) contained in lignocellulosic
biomass whose weight is similar to that of
cellulose. We isolated a novel thermophilic
anaerobe H. saccincola A7 for its ability to
degrade and assimilate both cellulose and
xylan. H. saccincola A7 has great potential
to effectively degrade xylan-rich
lignocellulosic biomass.

®1 H. saccincola A7TD
(ABBEEFEMBETE
& (B) Rk
BEEODAETERIIRT—ILETRT

(200 nm) , RFH DL LRIRSHEZE
BEDHEEETRT (0.05),

Fig. 1. Electron micrograph
(A) and phylogenetic tree (B)
of H. saccincola A7.

Anaerobacterium chartisolvens T-1-35

B) —

0.05 Clostridium thermosuccinogenes DSM 5807

Clostridium sterocorarium DSM 8532
Herbivorax saccincola AT

Clostridium thermocel lum ATCC27405
Clostridium straminisolovens CSK1

Clostridium ¢larifiavum DSM 19732

Clostridium aldrichii strain P-1
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Table. 1 Physiological properties and comparative genome analysis of H. saccincola A7 with related species.
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Fig.2. Metabolic pathway of
xylose and xylooligosaccharides
in H. saccincola A7.
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	新規アルカリ好熱嫌気性菌Herbivorax saccincola A7はバイオマス分解能に優れる

