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Wild soybean (Glycine soja Sieb. & Zucc.)
is believed to be the progenitor of
cultivated soybean, presenting a
potential genetic resource pool for
improvement of the latter. In this study,
we created wild soybean chromosome
segment substitution lines (CSSLs), and
employed the CSSLs for genetic analysis
of some important agronomic traits, such
as seed weight and flowering time, in

soybean. Several major QTLs
, | (quantitative trait loci) of these traits
were identified. Our results

demonstrated that the developed CSSL
population has potential for mining
useful genes in wild soybean.
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Fig. 1. Graphical genotypes of the wild soybean
JWS156-1’ CSSLs in the cultivated soybean variety
‘Jackson’ background.

Red: ‘JWS156-1" homozygous, blue: Jackson’ homozygous,
green: heterozygous.
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Fig. 2. Flowering time QTL qFTI12.1
detected in the wild soybean CSSL
population.

A: Allelic effects of gFT12.1 in near-isogenic
lines (NILs) sown in the field on different dates
in 2017. B: gFT12.1 was delimited in a 2,703-
kb interval on chromosome 12.

B EA RERAKERTIZE 52—

T 305-8686 RIKEDLIXHRHLI-1

Japan International Research Center for Agricultural Sciences
1-1 Ohwashi, Tsukuba, Ibaraki, 305-8686

E PR
https:/ /www.jircas.go.jp/



	ダイズ重要形質の遺伝解析のための野生ダイズの染色体断片置換系統群

