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Yam (Dioscorea spp.) is a tuber crop that is
widely cultivated in Africa, Asia and South
America. It is a traditional crop for staple
food especially in West Africa. However,
studies on yam genetics and breeding are
still meager. In this study, new SSR
(Simple Sequence Repeat) markers were
developed for diversity studies on yam
genetic resources. These SSRs detected
groups consistent with the phylogenetic
relationships of important species in Africa.
This can be used not only for diversity
analysis but also for cultivar identification,
gene/QTL mapping and authentication/
selection of progenies from genetic crosses,
particularly in the breeding programs of
major yam-growing regions.
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Table 1. SSRs considered effective for phylogenetic relationship
studies

Yam germplasm field (left) and tubers sold in the market (right)
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D. dumetorum
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