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The development of rice cultivars with

enhanced P efficiency represents a
sustainable strategy to improve the
livelihood of low-resource farmers. We

have found a novel allele for the P
starvation tolerance (OsPSTOLI) gene in O.
glaberrima, and developed allele-specific
markers for single PCR and/or duplex PCR.
Within the genus Oryza, this allele is more
commonly distributed in O. glaberrima and
its ancestor O.  bartii. Furthermore,
additional markers revealed variation at
the Pupl locus, which appears to predate
domestication of rice. This information
would be helpful for marker-assisted
introgression of Pupl/PSTOL1 into rice
megavarieties.
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Fig. 1. Characterization of the Pupl locus in several
rice genotypes. The INDEL region, absent in
Nipponbare, contains OsPSTOLI and 20 other
Kasalath-specific genes.
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Fig. 2. Amplification of OsPSTOLI1 alleles using
allele-specific markers for Kasalath and CG1l4 in
single PCR (A), and duplex-PCR (B).

(1: CG14, 2: IRAT, 3: NERICA1l6, 4: WAB56-50, 5:
NERICA1, 6: NERICA10, 7: WAB181-18, 8: IDSA, 9:
IR12979, 10: WABS56-104, 11: IAC165, 12:
Nipponbare, 13: Kasalath)
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